Supplementary

Watercress accessions
N. officinale - -/ (+) -/ (+) -/ (+) -/ Ls -/ Ls -/ Ls - - N. officinale Large leaved improved -/ (+) -/ (+) -/ (+) -/ (Ls) -/ Ls -/ Ls - - N. officinale Hampshire -/ (+) - -/ (+) -/ Ls -/ Ls -/ Ls - -
Control lines
B. oleracea
* Plants were raised from seed sown in 6.5-cm square plastic pots with Levington M2 compost (Scotts, UK) except for bean lines that were grown in 9cm square pots with M2 compost covered with 3cm of vermiculite. Two to three seeds were sown in each pot. Plants were kept in a glasshouse with a minimum temperature of 18°C and venting at 20°C with supplementary lighting to give a 16 h photoperiod.
** Four week-old-plants were tested and recorded following methods previously developed (Vicente et al., 2001 , Vicente et al., 2006 . Black rot or vascular symptoms: +, compatible interaction (susceptible host); -, incompatible interaction (resistant host); (+), weakly pathogenic; -/+, variable result within accession. Ls, leaf spot symptoms, necrosis around inoculation points and sunken lesions in middle veins. A wound inoculation method was used (plants inoculated with a pin charged with bacterial growth). All isolates were described in Table 1 . † Inoculations on three watercress accessions together with controls (Wirosa F1, Just Right Hybrid Turnip and SxD1) were repeated using a spray inoculation method. † † Plants showed systemic infections with most of the plant showing wilting. § Some of the inoculated beans leaves showed early senescence / wilting, but no typical symptoms of a Xanthomonas disease. Constantin et al. (2016) for nine Xanthomonas species and from Triplett et al. (2015) for X. maliensis. +, positive reaction; (+) weak reaction; -, negative reaction; v, variable reaction within a species, type strain reaction is indicated. Figure S3 . Average nucleotide identity (ANI) among previously sequenced genomes of Xanthomonas species and the two newly described species, X. floridensis (WHRI 8848) and X. nasturtii (WHRI 8853) . The intensity of the blue shading heat-map indicates degree of ANI between each pair of genomes, calculated using the dnadiff tool in the MUMmer software (Delcher et al., 2002) . Pairwise ANI values, as percentages, are written in the cells of the heat-map. The two genomes sequenced in this study (strains WHRI8853 and 8848) are indicated with asterisks ('*'). The other genome sequences have been previously published (Aritua et al., 2015 , Bai et al., 2015 , Bart et al., 2012 , Harrison et al., 2016 , Jacobs et al., 2015 , Kao & Sequeira, Kimbrel et al., 2011 , Naushad et al., 2015 , Ochiai et al., 2005 , Pieretti et al., 2012 , Potnis et al., 2011 , Qian et al., 2005 , Schwartz et al., 2015 , Vandroemme et al., 2013 . The heat-map was drawn using the pheatmap package in R (R Development Core Team, 2013) and genomes were clustered using the unweighted pair group method with arithmetic mean (UPGMA).
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+ + + + E2 Glycyl-L-Proline + + + (+) B3 D-Melibiose + (+) / + + + D5 Glycerol + (+) / + + + E9 L-Serine + (+) + + G6 α-Keto-Glutaric Acid (+) / + + + + A2 Dextrin + (+) / + (+) (+) A3 D-Maltose + + - - D2 D-Mannitol + + - - E1 Gelatin + + - + D3 D-Arabitol + + - (+) F7 Mucic Acid + - + + F9 D-Saccharic Acid + - + + A6 Gentiobiose + - (+) - E7 L-Histidine (+) - - (+) B5 D-Salicin (+) / + - - - B2 α-D-Lactose (+) - - - H9 Formic Acid (+) - - - A8 D-Turanose -/ (+) - - - B4 β-Methyl-D-Glucoside -/ (+) - - - H3 α-Hydroxy-Butyric acid -/ (+) -/ (+) - - H4 Β-Hydroxy-D,L-Butyric Acid -/ (+) -/ (+) - - E5 L-Aspartic Acid (+) -/ (+) (+) (+) F1 Pectin (+) / + (+) / + (+) (+) G4 L-Lactic Acid (+) / + (+) (+) - H1 Tween 40 (+) / + (+) (+) + H5 α-Keto-Butyric acid (+) -/ (+) (+) (+) H6 Acetoacetic Acid (+) -/ (+) (+) + D9 D-Serine - - (+) - A9 Stachyose - - - - B1 D-Raffinose - - - - B7 N-Acetyl-b-D-Mannosamine - - - - B8 N-Acetyl-D-Galactosamine - - - - B9 N-Acetyl Neuraminic Acid - - - - C5 3-Methyl Glucose - - - - C6 D-Fucose - - - - C8 L-Rhamnose - - - - C9 Inosine - - - - D1 D-Sorbitol - - - -D4 Myo-Inositol - - - - D6 D-Glucose-6-PO4 - - - - D7 D-Fructose-6-PO4 - - - - D8 D-Aspartic Acid - - - - E4 L-Arginine - - - - F2 D-Galacturonic Acid - - - - F3 L-Galactonic Acid Lactone - - - - F4 D-Gluconic Acid - - - - F5 D-Glucuronic Acid - - - - F6 Glucuronamide - - - - E8 L-Pyroglutamic Acid - - - - F8 Quinic Acid - - - - G1 p-Hydroxy-Phenylacetic Acid - - - - G3 D-Lactic Acid Methyl Ester - - - - G7 D-Malic Acid - - - - H2 γ -Amino-Butryric Acid - - - -) / + + + G11 Lithium Chloride + (+) / + - - E11 Guanidine HCl (+) / + -/ (+) (+) - E12 Niaproof 4 (+) -/ (+) (+) - H10 Aztreonam -/ (+) - (+) (+) A12 pH5 (+) / + - - - B11 4% NaCl -/ (+) - (+) - G12 Potassium Tellurite -/ (+) - - - D11 Rifamycin SV - - - + B12 8% NaCl - - - - C11 Fusidic Acid - - - - C12 D-Serine - - - - D10 Troleandomycin - - - - D12 Minicycline - - - - F10 Vancomycin - - - - G10 Nalidixic Acid - - - - H11 Sodium Butyrate - - - - H12 Sodium Bromate - - - - *+ + + + + v - Glycerol + - + + + v + + v + (+)/+ + - + - + D-Melibiose + + - - -v + -v + (+)/+ + + + - + D-Maltose + + - - (+) v + + v + + - - - - + Gelatin + + + + + v + v + v + + - - + - - D-Saccharic Acid - + + + -v (+) v - + - + + + - - D-frutose-6-PO4 + + + + + + + - - - + - - + Nalidixic acid + + + + -v + v + - - - + - + v + Aztreonam + + + + (+) v + v + - - - + - -v + * Summary data from
